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RECORD INFORMATION 

Gene ID: 
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Protein ID: 
Sequence name s 
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Role XO: 



:!z Co<2^23Lg sequence length; 
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ACCESSION DATA 
1=4: 11X1220 is derived from accessiotts(s): 

P SPtP0799b (TKROMBOSPONDIN 1 PRECURSOR*) 
^0 GB ;XQ4 6 65 (Human (nRNA for thronibospondin) 
p GB : X14 78 7 ( Human mRNA for thrombospondin) 

GBxU124ri (throrabospondin-pSO {Homo sapiens)) 

G B:M99425 (Human fchrombospondin mRNA, 3* end.) 

piR: G01^7j- (thrombospondin-p50 - human (fragment)) 

GB :U12471 (Human thrombospondin-1 gene, partial cds . ) 

GB ; JO 4 8 3 5 ( Human thrombospondin gene^ exons 1, 2 and 3.) 

GB:M2 5631 (Homo sapiens (clone lambda-TS-33 ) thrombospondin (THBS) mRNA, 5' end. 



ALTERNATIVE SPLICE INFORMATION 

Alternative splice forms for this gene: 

HT3987 throtnbospondln 1^ alt. transcript 2 



MAPPING DATA 

GDB accession(s) for this gene: 
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thrombospondin 1, alt. transcript 1 
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40 
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End 5 End 3 



ccxiing_seq 
3 «UT 
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3625 

1235 



3624 
5722 
1236 



SEQUENCE 



nucleotide: 

= gg^cgcacaggcactccccgcgcccctccagccctcgccgccctcgccaccgctcccggc 
cgccgcgctccggtacacacaggatccctgctgggcaccaacagctccaccatggggctg 
y gcctggggactaggcgccctgttcctgatgcatgtgtgtggcaccaaccgcattccagag 
y CCtggcggagacaacagcgtgtttgacatctttgaactcaccggggccgcccgcaagggg 
13 tctgggcgccgactggtgaagggccccgacccttccagcccagctttccgcatcgaggat 
B gccaacctgatcccccctgtgcctgatgacaagttccaagacctggtggatgctgtgcgg 
O gcagaaaagggtttcctccttctggcatccctgaggcagatgaagaagacccggggcacg 
ctgctggccctggagcggaaagaccactctggccaggtcttcagcgtggtgtccaatggc 
yj aaggcgggcaecctggacctcagcctgaccgtccaaggaaagcagcacgtiggtgtctgtg 
gaagaagctctcctggcaaccggccagtggaagagcatcaccctgtttgtgcaggaagac 
L agggcccagctgtacatcgactgtgaaaagatggagaatgctgagttggacgtccccatc 
caaagcgtcttcaccagagadctggccagcatcgccagactccgcatcgcaaaggggggc 
gtcaatgacaatttccagggggtgctgcagaatgtgaggtttgtctttggaaccacacca 
gaagacatcctcaggaacaaaggctgctccagctctaccagtgtcctcctcacccfctgac 
aacaacgtggtgaatggttccagccctgccatccgcactaacfcacattggccacaagaca 
13 aaggacttgcaagccatctgcggcatctcctgtgatgagctgtccagcatggtcctggaa 
Mi: ctcaggggcctgcgcaccafctgtgaccacgctgcaggacagcatccgcaaagtgactgaa 
gagaacaaagagttggccaatgagctgaggcggcctcccccatgctatcacaacggagtt 
cagtacagaaataacgaggaatggactgttgatagctgcactgagtgtcactgtcagaac 
tcagttaccatctgcaaaaaggcgtcctgccccatcatgccctgctccaatgccacagtt 
cctgatggagaacgctgtcctcgctgttggcccagcgactctgcggacgatggctggtcc 
ccaCggtccgagtggacctcctgttctacgagctgtggcaatggaattcagcagcgcggc 
cgctcctgcgatagcctcaacaaccgatgtgagggctcctcggtccagacacggacctgc 
cacattcaggagtgtgacaaaagatttaaacaggatggtggctggagccactggtccccg 
tggtcatcttgttctgtgacatgtggtgatggtgtgatcacaaggatccggctctgcaac 
tctcccagcccccagatgaatgggaaaccctgtgaaggcgaagcgcgggagaccaaagcc 
fcgcaagaaagacgcctgccccatcaatggaggctggggtccttggtcaccatgggacatc 
tgttctgtcacctgtggaggaggggtacagaaacgtagtcgtctctgcaacaaccccgca 
ccccagtttggaggcaaggactgcgttggtgatgtaacagaaaaccagatctgcaacaag 
caggactgtccaatCgatggatgcctgtccaatccctgctttgccggcgtgaagtgtact 
agctaccctgatggcagctggaaatgtggtgcttgtccccctggttacagtggaaatggc 
atccagtgcacagatgttgatgagtgcaaagaagtgcctgatgcctgcttcaaccacaat 
ggagagcaccggtgtgagaacacggaccccggctacaactgcctgcGctgccccccacgc 
ttcaccgsctcacagcccttcggcc&gggtgtcgaaQatgccacggccaaca&acaggtg 
tgcaagccccgtaacccetgcacggatgggaeec&egact^caacaagaaogccaagtgc 
aactacctgggccactatagcgaccccatgtaccgctgcjgagtgcaagcctggctacgct 
ggcaatggcateatctgcggggaggacacagacctggatggctggcccaatgagaacctg 
gtgtigcgtggccaatgcgacttaccactgcaaaaaggataactgccccaaccttcccaac 
ccagggcaggaagact:atgacaaggatggaat:i:ggt:gatgcct:gtgatgatgacgat:gac 
aatgataaaattccagatgacagggacaactgtccatcccactacaacccagctcagtat 
gactatgacagagatgatgtgggagaccgctgtgacaactgtccctacaaccacaaccca 
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g&tcaggcagacacagacaacaatggggaaggagacgcctgtgctgcagacattgatgga 
gacggcatcctcaatgaacgggacaactgccagtacgtctacaatgtggaccagagagac 
actgatatggaeggggttggagateagtgtgacaattgccccttggaacacaatccggat 
cagctggactctgactcagaccgcattggagatacctgtgacaacaaccaggatattgat 
gaagatggccaccagaacaatLctggacaactgtcccfcatgtgcccaatgccaaccaggct 
gaccacgacaaagatggcaagggagatgcctgtgaccacgatgatgacaacgatggcatt 
cctgatgacaaggacaactgcagactcgtgcccaatcccgaccagaaggactctgacggc 
gatggtcgaggtgatgcctgcaaagatgattttgaccatgacagtgtgccagacatcgat 
gacatctgtcctgagaatgttgacatcagtgagaccgatttccgccgattccagatgatt 
cctctggaccccaaagggacatcccaaaatgaccctaactgggttgtacgccatcagggt 
aaagaacccgtccagactgtcaactgtgatcctggactcgctgtaggttatgacgagttt 
aatgctgtggacttcagtggcaccttcttcatcaacaccgaaagggacgatgactatgct 
ggatttgtctttggctaccagtccagcagccgcttttatgttgtgatgtggaagcaagtc 
acccagtcctactgggacaccaaccccacgagggctcagggatactcgggcctttctgtg 
aaagttgtaaactccaccacagggcctggcgagcacctgcggaacgccctgtggcacaca 
ggaaacacccctggccaggtgcgcaccctgtggcatgaccctcgtcacataggctggaaa 
gatttcaccgcctacagatggcgtctcagccacaggccaaagacgggtttcattagagbg 
gtgatgtatgaagggaagaaaatcatggctgactcaggacccatctatgataaaacctat 
gctggtggtagactagggttgtttgtcttctctcaagaaatggtgttcttctctgacctg 
aaatacgaatgtagagatccctaatcatcaaattgttgattgaaagactgatcataaacc 
Li, aatgctggtattgcaccttctggaactatgggcttgagaaaacccccaggatcacfctctc 
U cttggcttccctctcttctgtgcttgcatcagtgtggactcctagaacgtgcgacctgcc 
i tcaagaaaatgcagttttcaaaaacagactcatcagcattcagcctccaatgaataagac 
;i atcttccaagcatataaacaattgctttggtttccttttgaaaaagcatctactfcgcttc 
!;J agttgggaaggtgcccattccactctgcctttgtcacagagcagggtgctattgtgaggc 
S catctc:tgagcagcggactcaaaagcattttcaggcatgtcagagaagggaggactcact 
U agaattagcaaacaaaaccaccctgacatcctccttcaggaacacggggagcagaggcca 
S aagcactaaggggagggcgcatacccgagacgattgtatgaagaaaatatggaggaactg 
y ttacatgttcggtactaagtcattttcaggggattgaaagactattgctggatttcatga 
tgctgact ggcg t tagc tgat taacccatgt aaataggcactt aaat agaagcaggaaag 
|rj. ggagacaaagactggcttctggacttcctccctgatccccacccttactcatcaccttgc 
agtggccagaattagggaatcagaatcaaaccagtgtaaggcagtgctggctgccattgc 
ctggtcacattgaaattggtggcttcattctagatgtagcttgtgcagatgtagcaggaa 
aataggaaaacctaccatctcagtgagcaccagctgcctcccaaaggaggggcagccgtg 
cttatatttttatggttacaatggcacaaaattattatcaacctaactaaaacattccct 
H ttctcttttttccgbaattactaggtagttttctaattctctcttttggaagtatgattt 
1^ ttttaaagtctttacgatgtaaaatatttattttttacttattctggaagatctggctga 
aggattattcatggaacaggaagaagcgtaaagactatccatgtcatctttgttgagagt 
cttcgtgactgtaagactgtaaatacagattatttattaactctgttctgcctggaaatt 
taggcttcatacggaaagtgtttgagagcaagtagttgacatttatcagcaaatctcttg 
caagaacagcacaaggaaaatcagtctaataagctgctctgccccttgtgctcagagtgg 
atgttatgggattccttttttctctgttttatcttttcaagtggaattagttggttatcc 
atttgcaaatgttttaaattgcaaagaaagccatgaggtcttcaatactgttttacccca 
tcccttgtgcatatttccagggagaaggaaagcatatacacttttttctttcatttttcc 
aaaagagaaaaaaatgacaaaaggtgaaacttacatacaaatattacctcatttgttgtg 
tgacfcgagtaaagaatttttggatcaagcggaaagagtttaagtgtctaacaaacttaaa 
gctactgtagtacctaaaaagCcagtgttgtacatagcataaaaactctgcagagaagta 
-ttcccaataaggaaatagcattgaaatgttaaatacaatttctgaaagttatgtttcttt: 
tctatcatctggtataccattgctttatttttataaattattttctcattgccattggaa 
ta.gaatattcagattgtgtagataCgctatttaaataatttatcaggaaatactgcctgt 
agagttagtatttctatttttatataatgtCtgcacactgaattgaagaattgttggttc 
tttcttttttttgtttttttttttcttttttttttttttgcttttgacctcccattttta 
ctatttgccaataccttcttctaggaatgtgcttttttttgtacacatttttatccattt 
tacattctaaagcagtgtaagtcgtatattactgtttcttatgtacaaggaacaacaata 
aatca tatggaaattt a t a 1 1 1 

protein: 

MQIAWGLGVLEljMHVCXfTNRIPESGGDNSVFDIFELTaAARKGSORR^ 
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IKDANLIPPVPDDKFQDLVDAVRAEKGFIiLLASIiRQMI^^ 

SNaKAGTIiOtiSIiTVQGBCQHVVS VBEALIATGQWKS ITLFYQEDRAOIiYIDCEKMEMAELO 
VP1QSVFTRDIJ\5 1 ARUUlAKaaVNDNl'WVIiQN^ 
TLONNVVNQSSPAXRTNYIGHCTiaaliQMCGISCDBL^ 
VTEENKBIiANELWlPPLCYHHaVQYiaaiEBWW 

ATVPlXSeCCPRCWPSDSADTOWSPWSEWTSCSTSCGKaiCMRGRSCDSiamRCEGSSVC^ 

RTCHIQECDKRFKQrx3GWSHWSPWSSCSVTCGIX5VITRlRIiCNSPSPQf4KOKPC^ 

TKACKKDACPtNGGWGPWSPMDICSVTCXKSXSVQKRSRIiCNNPA^ 

OTKQDCPIDGCLSNPCFAGVKCTSYPDGSWKCXSACPPGYSGNGIQCTDVDECKEVPDACF 

MHNGEHRCENTDPGYNCLPCPPRETCSQPPGOGVEHATANTKQVCKPRNPCT^ 

AKCNYI/SHYSDPMYRCECKPGYAGNGIICGEDTDLDGWPNENIiVCVANATYHCKM^NCPK 

LPNSGQEDYDKDGIGDACDDDDDNDKIPDDRDNCPFHYNPAQYDYDRDDVGDRCDNCPYN 

HNPD0ADTDNNGEGDACAADIDGIX5ILNERDNCQYVYNVDQI^TD^G> 

NPDQLDSDSDR I GDTCDNNQD IDEDGHQNNLDNCP YVPNANQADHDKDGKGD ACDHDDDN 

DGIPDDKDNCRLVPNPDQKDSDGDGRGDACKDDFDHDSVPDIDDICPENVDISETDFRKF 

QMIPLDPKGTSQNDPtWVVRHQGKEIiVQTVNCDPGIAVOYDEFNAVDFSGTFFINTERDD 

DYAGFVFGYQSSSRFYVVMWKQVTQSYWiyiOTTRAQGYSGLSVKVW 

WHTGNTPGQVRTLWHBPRHIGWKDFTAYRWRLSimPCTGFIRVVOT 

KTYAGGRIiGLFVFS QEMVFFSDLKYECRD P 
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SEQUENCE- TSP-2 
nucleotide: 

acggcatcca gtacagaggg gctggacttg gacccctgca gcagccctgc 
acaggagaag cggcatataa agccgcgctg cccgggagcc gctcggccac 
gtccaccgga gcatcctgca ctgcagggcc ggtctctcgc tccagcagag 
cctgcgcctt tctgactcgg tccggaacac tgaaaccagt catcactgca 
tctttttggc aaaccaggag ctcagctgca ggaggcagga tggtctggag 
gctggtcctg ctggctctgt gggtgtggcc cagcacocaa gctggtcacc 
aggacaaaga cacgaccttc gaccttttca gtatc^gcaa catcaaccgc 
aagaccattg gcgccaagca gttccgcggg cccqaccccg gcgtgccggc 
ttaccgcttc gtgcgctttg actacatccc accggtgaac gcagatgacc 
tcagcaagat caccaagatc atgcggcaga aggagggctt cttcctcacg 
gcccagctca agcaggacgg caagtccagg ggcacgctgt tggctctgga 
gggccccggt ctctcccaga ggcagttcga gatcgtctcc aacggccccg 
cggacacgct ggatctcacc tactggattg acggcacccg gcatgtggtc 
tccctggagg acgtcggcct ggctgactcg cagtggaaga acgtcaccgt 
gcaggtggct ggcgagacct acagcttgca cgtgggctgc gacctcatag 
gaccagttgc tctggacgag cccttctacg agcacctgca ggcggaaaag 
agccggatgt acgtggccaa aggctctgcc agagagagtc acttcagggg 
tttgcttcag aacgtccacc tagtgtttga aaactctgtg gaagatattc 
taagcaagaa gggttgccag caaggccagg gagctgagat caacgccatc 
agtgagaaca cagagacgct gcgcctgggt ccgcatgtca ccaccgagta 
cgtgggcccc agctcggaga ggaggcccga ggtgtgcgaa cgctcgtgcg 
aggagctggg aaacatggtc caggagctct cggggctcca cgtcctcgtg 
aaccagctca gcgagaacct caagagagtg tcgaatgata accagtttct 
ctgggagctc attggtggcc ctcctaagac aaggaacatg tcagcttgct 
ggcaggatgg ccggttcttt gcggaaaatg aaacgtgggt ggtggacagc 
tgcaccacgt gtacctgcaa gaaatttaaa accatttgcc accaaatcac 
ctgcccgcct gcaacctgcg ccagtccatc ctttgtggaa ggcgaatgct 
gcccttcctg cctccactcg gtggacggtg aggagggctg gtctccgtgg 
gcagagtgga cccagtgccc cgtgacgtgt ggctctggga cccagcagag 
aggccggtcc tgtgacgtca ccagcaacac ctgcttgggg ccctcgatcc 
agacacgggc ttgcagtctg agcaagtgtg acacccgcat ccggcaggac 
ggcggctgga gccactggtc accttggtct tcatgctctg tgacctgtgg 
agttggcaat atcacacgca tccgtctctg caactcccca gtgccccaga 
tggggggcaa gaattgcaaa gggagtggcc gggagaccaa agcctgccag 
ggcgccccat gcccaatcga tggccgctgg agcccctggt ccccgtggtc 
ggcctgcact gtcacctgtg ccggtgggat ccgggagcgc acccgggtct 
gcaacagccc tgagcctcag tacggaggga aggcctgcgt gggggatgtg 
caggagcgtc agatgtgcaa caagaggagc tgccccgtgg atggctgttt 
atccaacccc tgcttcccgg gagcccagtg cagcagcttc cccgatgggt 
cctggtcatg cggcttctgc cctgtgggct tcttgggcaa tggcacccac 
tgtgaggacc tggacgagtg tgccctggtc cccgacatct gcttctccac 
cagcaaggtg cctcgctgtg tcaacactca gcctggcttc cactgcctgc 
cctgcccgcc ccgatacaga gggaaccagc ccgtcggggt cggcctggaa 
gcagccaaga cggaaaagca agtgtgtgag cccgaaaacc catgcaagga 
caagacacac aactgccaca agcacgcgga gtgcatctac ctgggtcact 
tcagcgaccc catgtacaag tgcgagtgcc agacaggcta cgcgggcgac 
gggctcatct gcggggagga ctcggacctg gacggctggc ccaacctcaa 
tctggtctgc gccaccaacg ccacctacca ctgcatcaag gataactgcc 
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cccatctgcc aaattctggg caggaagact ttgacaagga cgggattggc 
gatgcctgtg atgatgacga tgacaatgac ggtgtgaccg atgagaagga 
caactgccag ctcctcttca atccccgcca ggctgactat gacaaggatg 
aggttgggga ccgctgtgac aactgccctt acgtgcacaa ccctgcccag 
atcgacacag acaacaatgg agagggtgac gcctgctccg tggacattga 
tggggacgat gtcttcaatg aacgagacaa ttgtccctac gtctacaaca 
ctgaccagag ggacacggat ggtgacggtg tgggggatca ctgtgacaac 
tgccccctgg tgcacaaccc tgaccagacc gacgtggaca atgaccttgt 
tggggaccag tgtgacaaca acgaggacat agatgacgac ggccaccaga 
acaaccagga caactgcccc tacatctcca acgccaacca ggctgaccat 
gacagagacg gccagggcga cgcctgtgac cctgatgatg acaacgatgg 
cgtccccgat gacagggaca actgccggct tgtgttcaac ccagaccagg 
aggacttgga cggtgatgga cggggtgata tttgtaaaga tgattttgac 
aatgacaaca tcccagatat tgatgatgtg tgtcctgaaa acaatgccat 
cagtgagaca gacttcagga acttccagat ggtccccttg gatcccaaag 
ggaccaccca aattgatccc aactgggtca ttcgccatca aggcaaggag 
ctggttcaga cagccaactc ggaccccggc atcgctgtag gttttgacga 
gtttgggtct gtggacttca gtggcacatt ctacgtaaac actgaccggg 
acgacgacta tgctggcttc gtctttggtt accagtcaag cagccgcttc 
tatgtggtga tgtggaagca ggtgacgcag acctactggg aggaccagcc 
cacgcgggcc tatggctact ccggcgtgtc cctcaaggtg gtgaactcca 
ccacggggac gggcgagcac ctgaggaacg cgctgtggca cacggggaac 
acgccggggc aggtgcgaac cttatggcac gaccccagga acattggctg 
gaaggactac acggcctata ggtggcacct gactcacagg cccaagaccg 
gctacatcag agtcttagtg catgaaggaa aacaggtcat ggcagactca 
ggacctatct atgaccaaac ctacgctggc gggcggctgg gtctatttgt 
cttctctcaa gaaatggtct atttctcaga cctcaagtac gaatgcagag 
atatttaaac aagatttgct gcatttccgg caatgccctg tgcatgccat 
ggtccctaga cacctcagtt cattgtggtc cttgcggctt ctctctctag 
cagcacctcc tgtcccttga ccttaactct gatggttctt cacctcctgc 
cagcaacccc aaacccaagt gccttcagag gataaatatc aatggaactc 
agagatgaac atctaaccca ctagaggaaa ccagtttggt gatatatgag 
actttatgtg gagtgaaaat tgggcatgcc attacattgc tttttcttgt 
ttgtttaaaa agaatgacgt ttacatataa aatgtaatta cttattgtat 
ttatgtgtat atggagttga agggaatact gtgcataagc cattatgata 
aattaagcat gaaaaatatt gctgaactac ttttggtgct taaagttgtc 
actattcttg aattagagtt gctctacaat gacacacaaa tcccgctaaa 
taaattataa acaagggtca attcaaattt gaagtaatgt tttagtaagg 
agagattaga agacaacagg catagcaaat gacataagct accgattaac 
taatcggaac atgtaaaaca gttacaaaaa taaacgaact ctcctcttgt 
cctacaatga aagccctcat gtgcagtaga gatgcagttt catcaaagaa 
caaacatcct tgcaaatggg tgtgacgcgg ttccagatgt ggatttggca 
aaacctcatt taagtaaaag gttagcagag caaagtgcgg tgctttagct 
gctgcttgtg ccgttgtggc gtcggggagg ctcctgcctg agcttccttc 
cccagctttg ctgcctgaga ggaaccagag cagacgcaca ggccggaaaa 
ggcgcatcta acgcgtatct aggctttggt aactgcggac aagttgcttt 
tacctgattt gatgatacat ttcattaagg ttccagttat aaatattttg 
ttaatattta ttaagtgact atagaatgca actccattta ccagtaactt 
attttaaata tgcctagtaa cacatatgta gtataatttc tagaaacaaa 
catctaataa gtatataatc ctgtgaaaat atgaggcttg ataatattag 
gttgtcacga tgaagcatgc tagaagctgt aacagaatac atagagaata 
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atgaggagtt tatgatggaa ccttaatata taatgttgcc agcgatttta 
gttcaatatt tgttactgtt atctatctgc tgtatatgga attcttttaa 
ttcaaacgct gaaaacgaat cagcatttag tcttgccagg cacacccaat 
aatcagtcat gtgtaatatg cacaagtttg tttttgtttt tgtttttttt 
gttggttggt ttttttgctt taagttgcat gatctttctg caggaaatag 
tcactcatcc cactccacat aaggggttta gtaagagaag tctgtctgtc 
tgatgatgga tagggggcaa atctttttcc cctttctgtt aatagtcatc 
acatttctat gccaaacagg aacgatccat aactttagtc ttaatgtaca 
cattgcattt tgataaaatt aattttgttg tttcctttga ggttgatcgt 
tgtgttgttt tgctgcactt tttacttttt tgcgtgtgga gctgtattcc 
cgagacaacg aagcgttggg atacttcatt aaatgtagcg actgtcaaca 
gcgtgcaggt tttctgtttc tgtgttgtgg ggtcaaccgt acaatggtgt 
gggaatgacg atgatgtgaa tatttagaat gtaccatatt ttttgtaaat 
tatttatgtt tttctaaaca aatttatcgt ataggttgat gaaacgtcat 
gtgttttgcc aaagactgta aatatttatt tatgtgttca catggtcaaa 
atttcaccac tgaaaccctg cacttagcta gaacctcatt tttaaagatt 
aacaacagga aataaattgt aaaaaaggtt ttct 



protein : 

MVWRLVLLALWVWPSTQAGHQDKDTTFDLFSISNINRKTIGAKQFRGPDPGVPAYRF 
VRFDYIPPVNADDLSKITKIMRQKEGFFLTAQLKQDGKSRGTLLALEGPGLSQRQFE 
IVSNGPADTLDLTYWIDGTRHWSLEDVGLADSQWKNVTVQVAGETYSLHVGCDLIG 
PVALDEPFYEHLQAEKSRMYVAKGSARESHFRGLLQNVHLVFENSVEDILSKKGCQQ 

GQGAEINAISENTETLRLGPHVTTEYVGPSSERRPEVCERSCEELGNMVQELSGLHV 
LVNQLSENLKRVSNDNQFLWELIGGPPKTRNMSACWQDGRFFAENETWVVDSCTTCT 
CKKFKTICHQITCPPATCASPSFVEGECCPSCLHSVDGEEGWSPWAEWTQCSVTCGS 
GTQQRGRSCDVTSNTCLGPSIQTRACSLSKCDTRIRQDGGWSHWSPWSSCSVTCGVG 
NITRIRLCNSPVPQMGGKNCKGSGRETKACQGAPCPIDGRWSPWSPWSACTVTCAGG 
IRERTRVCNSPEPQYGGKACVGDVQERQMCNKRSCPVDGCLSNPCFPGAQCSSFPDG 
SWSCGFCPVGFLGNGTHCEDLDECALVPDICFSTSKVPRCVNTQPGFHCLPCPPRYR 
GNQPVGVGLEAAKTEKQVCEPENPCKDKTHNCHKHAECIYLGHFSDPMYKCECQTGY 
AGDGLICGEDSDLDGWPNLNLVCATNATYHCIKDNCPHLPNSGQEDFDKDGIGDACD 
DDDDNDGVTDEKDNCQLLFNPRQADYDKDEVGDRCDNCPYVHNPAQIDTDNNGEGDA 
CSVDIDGDDVFNERDNCPYVYNTDQRDTDGDGVGDHCDNCPLVHNPDQTDVDNDLVG 
DQCDNNEDIDDDGHQNNQDNCPYISNANQADHDRDGQGDACDPDDDNDGVPDDRDNC 
RLVFNPDQEDLDGDGRGDICKDDFDNDNIPDIDDVCPENNAISETDFRNFQMVPLDP 
KGTTQIDPNWVIRHQGKELVQTANSDPGIAVGFDEFGSVDFSGTFYVNTDRDDDYAG 
FVFGYQSSSRFYVVMWKQVTQTYWEDQPTRAYGYSGVSLKVVNSTTGTGEHLRNALW 
HTGNTPGQVRTLWHDPRNIGWKDYTAYRWHLTHRPKTGYIRVLVHEGKQVMADSGPI 
YDQTYAGGRLGLFVFSQEMVYFSDLKYECRDI 
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HT2143 Report 



RECORD INFORMATION 



Gene IDi 
Sequence ID : 
Protein XDi 
Sequence name: 
Genome 1 
Taxon: 

X«OCU0S 

Common Kamet 
Role IP: 



2081 
2143 
2125 



thrombospondin 4 
nucleus 
Homo sapiens 
2081 



thrombospondin 4 
40 



Coding sequence lengtlx: 
Transcript sequence length: 
Bxpression datas 



2886 nt 
3074 nt 
THC16B817 



ACCESSION DATA 

UT2143 is derived from accessions(s): 

SP;P3544 3 (THROMBOSPONDIN 4 PRECURSOR.) 
QB:Z1 9 58S ( thrombospondin- 4 {Homo sapiens}) 
GB:Z19565 (H. sapiens mRNA for thrombospondin-4 ) 
PIR;A55710 (thrombospondin 4 precursor - human) 



SEQUENCE 
nucleotide: 

gaattccggggagcaggaagagccaacatgctggccccgcgcggagccgccgtcctcctg 
ctgcacctiggtcctgcagcggtggctagcggcaggcgcccaggccaccdccGaggtcttt 
gaccttctcccatcttccagtcagaggctaaacccaggcgctctgctgccagtcctgaca 
gaccccgccctgaatgatctctatgtgatccceaccttcaagctgcagactaaaagttca 
gccaccat c 1 1 cggtc 1 1 tac t c t tcaactgacaacag t aaat attttgaat t tactgtg 
atgggacgcttaagcaaagccatcctcc?gttacctgaagaacgatgggaaggtgcatttg 



cDNA FEATURES 



Feature 



End 5 End 3 



coding_eeq 
3'UT 



28 2913 
2914 3074 



FIGURE 3A 



gtggttttcaacaacctgcagctggcagacggaaggcggcacaggatcctcctgaggctg 

agcaatttgcagcgaggggccggctccctagagctctacctggactgcatccaggtggat 

tccgttcaciuitctccccagggcctttgctggcccctcccagaaacctgagaccattgaa 

t tgaggac2 1 ttccagaggaagccacaggac 1 1 c t tggaagagctgaagc tgg tggtgaga 

ggctcactgttccaggtggccagcctgcaagactgcttcGtgcagcagagtgagccactg 

gctgccacaggcacaggggactttaaccggcagttcttgggtcaaatgacacaattaaac 

caactcctgggagaggtgaaggaccttctgagacagcaggteaaggaaacatcatttttg 

cgaaacaccatagctgaacgccaggcttgcggtcctctcaagtttcagtctccgacccca 

agcacggtggtcgccccggctccGcctgcaccgccaacacgcccacctcgtcggtgtgac 

tccaacccatgtttccgaggtgtccaatgtaccgacagtagagatggcttccagtgtggg 

ccctgccccgagggctacacaggaaacgggatcacctgtattgatgttgatgagtgcaaa 

taccatccctgctacccgggcgtgcactgcataaatttgtctcctggcttcagatgtgac 

gcctgcccagtgggcttcacagggcccatggtgcagggtgttgggatcagttttgccaag 

tcaaacaagcaggtctgcactgacattgacgagtgtcgaaatggagcgtgcgttcccaac 

tcgatctgcgttaatactttgggatcttaccgctgtgggccttgcaagccggggtatact 

ggtgatcagataaggggatgcaaagtggaaagaaactgcagaaacccagagctgaaccct 

tgcagtgtgaatgcccagtgcattgaagagaggcagggggatgtgacatgtgtgtgtgga 

gtcggttgggctggagatggctatatctgtggaaaggatgtggacatcgacagttacccc 

gacgaagaactgccatgctctgccaggaactgtaaaaaggacaactgcaaatatgtgcca 

aattctggccaagaagatgcagacagagatggcattggcgacgcttgtgacgaggatgct 

gacggagatgggatcctgaatgagcaggataactgtgtcctgattcataatgtggaccaa 

aggaacagcgataaagatatctttggggatgcctgtgataactgcctgagtgtctfcaaat 

aacgaccagaaagacaccgatggggatggaagaggagatgcctgtgatgatgacatggat 

ggagatggaataaaaaacattctggacaactgcccaaaatttcccaatcgtgaccaacgg 

gacaaggatggtgatggtgtgggggatgcctgtgacagttgtcctgatgtcagcaaccct 

aaccagtctgatgtggataatgatctggttggggactcctgtgacaccaatcaggacagt 

gatggagatgggcaccaggacagcacagacaaccgccccaccgtcattaacagtgcccag 

ctggacaccgataaggatggaattggtgacgagtgtgatgatgatgatgacaatgatggt 

atcccagacctggtgccccctggaccagacaactgccggctggtccccaacccagcccag 

gaggatagcaacagcgacggagtgggagacatctgtgagtctgactttgaccaggaccag 

gtcatcgatcggatcgacgtctgcccagagaacgcagaggtcaccctgaccgacttcagg 

gcttaccagaccgtgggcccggatcctgaaggggatgcccagatcgaccccaactgggtg 

gtcctgaaccagggcatggagattgtacagaccatgaacagtgatcctggcctggcagtg 

gggtacacagcttttaatggagttgacttcgaagggaccttccatgtgaatacccagaca 

gatgatgactatgcaggcttcatctttggctaccaagatagctccagcttctacgtggtc 

atgtggaagcagacggagcagacatactggcaagccaccccattccgagcagttgcagaa 

cctggcattcagctcaaggctgtgaagtctaagacaggtccaggggagcatctccggaac 

tccctgtggcacacgggggacaccagtgaccaggtcaggctgctgtggaaggactccagg 

aatgtgggcfcggaaggacaaggtgtcctaccgctggttcctacagcacaggccccaggtg 

ggct;acatcagggtaGgattttatgaaggctctgagttggtggctgact:ctggcgtcacc 

atagacaccacaatgcgtggaggccgacttggcgttttctgcttctctcaagaaaacatc 

atctggtcdaacctcaagtatcgctgcaatgacaccatccctgaggacttccaagagttt 

caaacccagaatttcgaccgcttcgataattaaaccaaggaagcaatctgtaactgcttt 

tcggaacactaaaaccatatatattttaacttcaactttctttagcttttaccaacccaa 

atatatcaaaacgttttatgtgaatgtggcaataaaggagaagagatcattcttaaaaaa 

aaaaaaaaaaaaaa 
protein: 

MLAPRGAAVLLLHI^VLORWlJ^GAQATPOVFDLIiPSSSQRLNPGALIiPVLTO 

ISTFIOiQTKSSATIFGLYSSTDNSKyFEFTVMGRIiSKAlLRyiiKinM 

DGRRHRILIJUiS2n:iQRGAGSIiELYLDCIQVDSVHinjPRAPAGPSQCT 

DFLKELKLVVRGSLFQVASIK^OCFLCWSEPIiAATGTGDt^^ 

IiR<MVKETSFLROTIAECQACGPIiKFQSP^ 

CTDSRIXlFQCXJPCPEGYTGKOITCIDVDECKYHPCyPGVHCIN^ 

WQGVGISFAKSNKQVCroiDBCRKGACVPNSICVNTLGS^ 

BRNCSaiPEUNrPCSVNAjQCIEERQODVTCVCGVGWAGDG^ 

DACDNCIiSVUMNDQiamxnXJRCa^ 
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ACDSCPDVSKPKQSDVDtlDLVQ0SCDTHQDSDGIX3HQDST^ 

DBCDOODDMlXlXFOIiVPPQroNCaXiVFKPAQEDSN6Z)OV<a7ZCBro 

ElWVBVTLTDFUAVQTVOIjDPEaDAQIDPNWVVW 

G8£LVADSGVTXDTT^IRGGRll6VFCFSQHKIIWSKX«K^ 
N 
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correlation between repeated measures of 
plasma thrombospondin 




ln(thrombospondln)_ repeat 1 
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FIGURE 4 



